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Mo (3109 506)

o Tsnfinrodunsie 13 l5a

o swa 506 - |- swsico10 | Jalan iax sisilanelse 0 gelsanenlng
fmualvsonuiuh | A20.0-A20.3, Plague uunyssianingldsa nwlsa
wugflhousiifiveedy | A20.7-A209 Organism dail
Tnoudaioafuluga 1. mulsasmniuvies (Bubonic
ANBNTIVMSISARRGE plague)
sedudanin Inslidas 2. pilsmutinladinduiiv
somiiladeaeriunn {Septicemic plague)
weaehinossoms 3, pwlsavan (Pneurnonic plague)
AW ICD-10 a4, mulspravia (Pharyngeal plague)
803 Smallpox limstiy
A98.0 Crimean - Congo hemorrhagic fever | di8onaanlasiiiouasdln
A92.3 West Nile Fever iadlug
A95.0, A95.1, | Yellow fever THmin
A95.9
AB6.2 Lassa fever Tsaldaras
* Nipah virus disease Tsaimidatasaium
A98.3 Marburg virus disease TsnRmdolh iU
A9B.4 Ebola virus disease TsnRndalSadTuan
* Hendra virus disease Tsndmdialafaeuns
U049 Severe Acute Respiratory Syndrome | Tsamadumula@uumniy
{SARS) JULR
wialsaunid
B97.2 Middle East Respiratory Syndrome | lsamaidumivlangfupannam
(MERS) winlsmunda
Extensively drug-resistant ’:’me?iamumsJ'umu'uﬁﬂ
Tuberculosis: XDR-T8 FULTRNN

waneimn : * Nipah virus disease, Hendra virus disease g Extensively drug-resistant tubercutosis (XDR-7B) falsisisvia

Tsndunne

s Diflswaniedmivise Middle east respiratory syndrome (MERS) anlusifa 897,2 (Coronavirus
as the cause of disease classified to other chapters) saufupInTay 7 nsaany Wy Yemshiau (J12.8 Other viral

Preymonia), Acue pharysitis (J02.8 Acute pharyngitis due to other specified organisms)
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AQO

AUFuunluswa,

01 Cholera annnisa
AD0.0, ADO.1, ADD.9 Fmunswa Organism type il Pepeunms
1 Vibrio cholerae EL Tor Inaba uunsia
2 Vibrio choterae EL Tor Ogawa Organism type
3 Vibrio cholerae El Tar Hikojima wavLu
4 Vibrio cholerae O139 Complication
5 Vibrio cholerae other or unspecified type
nsﬂcjﬁmﬂa”lﬁuammwﬁ sweumalu
fuds
Complication type il
1 Asymptomatic infection
02 AD4, AQ4,0-A04.9, Acute diarthea Tseguanssiadivunau s ICD-10
A0B, $Iuunswa Organism type Gt uABIRL
A0B.0-A08 5, 1 Escherichia coli (E.coli} TasBuAmS
A09, 2 Norovirus Smunsa
AQ%.0, AD9.9 3 Rotavirus Organism type
4 Campylobacter spp.
5 Yersinia enterocolitica
& Others
9 Unknown
03 | A02 Food poisoning pn iy AR5 ICD-10
A02.0, AOZ.1, A02.2, | $auuns¥ia Organism type weil wAzLRy
A02.8, AD2.9, ADS 1 Vibrio parahaemolyticus Sazuang
AD5.0, AQ5.2-AD5.4, 2 Satmonella enterica serovar FunTHa
AD5.8-A05.9, A32.9 Enteritidis QOrganism type
3 Salmonella enterica serovar
Typhiraurium
4 Other salmonelia spp.
5 Unspecified Satmonella spp.
6 Staphylococcus spp.
7 Listeria monocytogenes
8 Clostridium perfringens
9 Bacillus cereus
10 Cyclospora spp.
11 Others
12 Unknown
05 | AO3 Shigellosis dysentery, Bacillary Tsndmennideinam ARneasion
A03.0 - AD33 dysentery LRI
AO3.8 - A03.9 J9UunTWE Oreanism type gl Organism type

1 Shigella dysenteriae (ICD-10: AD3.0)
2 Shigella fexneri ICD-10: A03.1)




B19.9

giin

e " Jolan uey widonelen [ delamwilie | wnem

3 Shigella boydii (CD-10: A03.2)
4 Shigella sonnei ((CD-10; A03.3)
5 Other Shigellosis (ICD-10: AD3.8)
6 Shigellosis, unspecified
(ICD-10: AD3.9)

06 AD6, ADS.0-A08.9 Arnoebic dysentery, Amoebiasis adaidviolsadaon | Afudelse
$auansWe Organism type ail Woavilu muineuas
1 Acute amoeblc dysentery Friwazdon
(ICD-10: AD6.0) nsIuunIa
2 Chronic intestinal amoebiasis Organism type
(}CD-10: AD6,1)
3 Amoebic nondysenteric colitis
(ICD-10: AD6.2)
4 Amoeboma of intestine
(ICD-10: A06.3)
5 Amoebic liver abscess
{({CD-10: ADS.4)
6 Amoebic lung abscess
(ICD-10: ADS.5)
7 Amoebic brain abscess
(ICD-10: A06.6)
8 Cutanecus amoebiasis
{CD-10: AOE.T)
9 Amoebic infection of ather sites
{(ICD-10: AD6.8)
10 Amoebiasis, unspecified
{(ICD-10: AG5.9}

07 | A0 Enteric fever lwunaia ihndudnin
FWUNIWE Oreanism type iatl UMY
1 Widal test: positive wsu.lindineia
9 Unknown W.A.2558

08 A01.0 Typhoid fever Iilnreusivie UiuTelsn

Wsmmaiot mulng

09 | AOL1-AO14 Paratyphoid fever Hwisilnoudniold Afuilelsn
STV Organism type §i) snanaLfiuy nwingtas
1 Paratyphoid fever A (ICB-10: A01.1) drwaiBn
2 Paratyphoid fever B (ICD-10: A01.2) AR
3 Paratyphoid fever C (ICD-10: A01.3) Organism type
4 Paratyphoid fever, unspecified
(ICD-10: AOL.4)

10 | 817.8-817.9, B19.0, | Unspecified viral hepatitis Tsrhdadusnaulisey | vivdelsa
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B15, 8150, B15.9

Acute hepatitis A Virus

Tsalafadudmau
WRUUWAY Bin 10

Y K

B16.0-B16.2, B16.9

Acute hepatitis B Virus
nsimfainssAldiia 098.4 3uiy

{snhdadutnay
toundy via U

Alfufalse

13

B17.1

Acute hepatitis C Virus
NTEMgRIATTALETR 098.4 S

Tsplafadudmau
\euwdy wtin ©

duielsa
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A36.86
A54.31
AT4.0
B0G.53
B02.31
B30.0-830.3,
B30.8-B30.2
B60.12
B60.13
H10.0

H13.1

Conjunctivitis

- ICD-10 conjunctivitis

A36.86 Diphtheritic conjunclivitis
A54.31 Gonococcal conjunctivitis
AT74.0 Chiamydial conjunctivitis
B00.53 Herpesviral conjunctivitis
B02.31 Zoster conjunctivitis

B30.0 Keratocenjunctivitis due to
adenovirus

B30.1 Conjunctivitis due to adenovirus
830.2 Viral pharyngoconjunctivitis
B30.3 Acute epidemic haemorrhagic
conjunctivitis (enteroviral)

830.8 Other viral conjunctivitis

B30.9 Viral conjunctivitis, unspecified
B60.12 Conjunctivitis due to
Acanthamoeba

B860.13 Keratoconjunctivitis due to
Acantharmoeba

H10.0 Mucopurulent conjunctivitis
H13.1 Conjunctivitis in infectious and
parasitic diseases classified elsewhere

Tspmum

15

J10-111

Influenza, (Flu)

FILUNsHA Organism type il

t influenza A unknown subtype
2 influenza B

3 Influenza A (H1)

a4 influenza A (H3)

7 Other specify

9 Unknown

Towiotne

16

BO6, B06.9

Rubella

vinpivg : Tdsaununeguioya
Tesamsnindain (ME)
{https//apps-doe.moph.go.th/measles/)

ldateasiiv

g o e
Tiveosdunldifisa
unIngau

Iswarmdaya
Tuszuu ME
mugluiums
sl R506
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B06.0, B06.8

Rubetla with complication

539 Complication il

1 Encephatitis {ICD10: 806.0)

2 Meningitis (ICD10: 8B06.0)

3 Meningoencephalitis (CD10: B06.0)
& Arthritis (CD10: B06.8)

5 Pneumonia (ICD10: B06.8)

58y Organism type Bt

1 leM positive

2 lgM negative

3 Inconclusive

9 Unknown
v : Wissemswmagiuteys
Tasamsindnvia (ME)
(https//apps-doe.moph.go.th/measles/)

TR I
Timenstufilsaunsn
Hou

17

B01.0-B01.2,
B01.8-B01.9

Varicella, Chickenpox
FWunIa Organism type Faid
1 Varicella Zoster Virus

2 leM/1eG positive

3 lgM/1gG negative

9 Unknown

Tsnanlavie
lirdgnsld

Jfuseasitun
ATTRUUNIVE
Organism type

i8

R50.8,
R50.9

Fever of unknown origin: FUQ,
Fever without localizing signs: FWLS

elinswanwn

19

A39.0,
A39.2-A39.5,
A39.8-A39.9

Meningococcal meningitis

FunTIWa Organism type ﬁ‘f&‘f‘y

1. N. meningitides group A

2. N. meningiticles group B/ E. coli K 1
3. N. meningitides group C

4. N. meningitides group Y/ W 135

5. N. meningitides group X

6. N. meningitides unknown serogroup
9. Unknown

lonmmdasy

Ul
wasidyRng
FuunIHE
Organism type

20

AB0.0-ABC.4,
ABO.9

Poliomyelitis

$unsAA Organism type 51
1 Wild type 1

2 Wild type 2

3 Wild type 3

4. VAPP

5 VDPV

9 Unknown

Tseludla




Measles

wuneivg : TS wuiuneguiays
TARMsiSava (ME)
{https//apps-doe.moph.go.th/measles/)

T9valiisaunsndou

Wonwleys

22

B05.0-805.4,
B05.8

Meastes with complication
53 Complication il

1 Encephalitis {ICD10: B05.0)

2 Meningitis (ICD10; B05.1)

3 Pneumonia (ICD10: B05.2)

4 Otitis media (ICO10: B05.3}

5 Diarrhea {ICD10: B05.4)

6 Other (IC010: B05.8)

7 Unknown

8 Pneumcnia + Diarrhea
(ICD10: BOS.2 $ufiu BO5.4)

9 Pneurnonia + Encephalitis
{CD10: BO5.2 Yauitu 805.0)

10 Pneumonia + Other
{ICD10: B05.2 s2ufiu BO5.8)
5559 Organism type fat

1 [gM positive

2 1gM negative

3 Inconclusive

9 Unknown
wuneivg : IS wvk g deya
Trssnsindadia (ME)
(hitps://apps-doe.moph.go.th/measles/)

u o Y
T iillsaunsngou

lussuu ME
muglliunig
ity D506

23

A36.0-A36.3,
A36.8-A36.9

Diphtheria

MuN$Wa Organism type il

1. Culture: Positive, Toxin: Positive

2. Culture: Positive, Toxin: Negative

3. Culture: Negative

4. No sample/Specimen collection
ihamersdeimuadendly domshany
v Inabismererudng ssuusen 0506

Tiemoiu

T A
teasdeiu
szuuithssTa
D506

- Wswanden
s SunTA
Organism type

24

A37.0,
A37.9

Pertussis

Fuunswa Organism type il
1. Bordetella pertussis

2. Negative

3. Inconclusive

9. Unknown

{salansu

25

A3d,
A35

Tetanus

Tsaunenetn




B53.0, B53.1, B53.8,
B54

(B51.0,B51.8-851,9)

3, PM : Plasmedium malariae
{B52.0, B52.8-852.9)

4. Mixed type

5. PO ; Plasmodium ovate {B53.0)
6. PK : Plasmodium knowlesi

9, Unknown (853.8, B54) .
funsa Comptication type Rail
1 Asymptomatic infection

Ta | aWo-10 | . Yolmuns wiaderele | o delsantenlve e
26 A91.1, Dengue hemorhagic fever (DHF) 1idenosn Uuielsn
A97.0, $wunga Organism type sradl nrwilvg
A97.1 1. DENV 1 Asgesdon
2. DENV 2 EDS
3. DENV 3
4. DENV 4
9. Unknown
nsifnUeInsuUanaanly (Expanded
dengue syndrome: EDS) Tisamunalu
#aus Complication type A 1
27 A91.0, Dengue shock syndrome {DSS) {iiioneandan Vuielsa
A97.2 FUOSHA Organism type fail nwlne
1. DENV 1 Ahuswaedun
2. DENV 2 EDS
3. DENV 3
4, DENV 4
9. Unknown
nssifimueanswlanoenly (Expanded
dengue syndrome: EDS) Tseaumalu
s Complication type Mg Wi 1
28 | A83.1-AB3S, Encephalitis Wannadnau U¥udelsn uas
AB3.8-A83.9, Fuunsa Oreanism type ik WumeanBos
AB4.0-AB4.1, 1. Viral encephalitis AYSTMUNTWE
AB.B-AB4.9, 2. Bacterial encephalitis Organism type
AB5.0-A85.2, 3. Encephalitis, others
AB5.8,AB6, 4, Encephalitis, unspecified
B0O.4, 9. Unknown
G04.8-G04.9,
G051
29 A83.0 Japanese B encephalitis, J.E. Tdaunsdhiauiauyuiia
30 | B50., Malaria . Tua3e Ui
B50.8-850.9, Sawnsiia Organism type 3l seaedinns
B51.0, 1. PF : Plasmodium faiciparum -
B51.8-B51.9, B52.0, 8500, 850'8'85.0'9) , Organism type
2. PV ; Plasmodium vivax
B52.8-B52.9,




Cigd | amico10 L Alsawlne | o
31 nag, Pneurnonia Tsavansniaumse -#n3Wa ICD-10
)12.2-)12.3, FuunTHa Organism type Fail lsauoauiu (Ad8.1) U
112.8-112.9, 1. Viral pneurnonia (ICD-10: J12) swanilusia
113, 514, 2. Prneumonia due to Streptococcus T9m 95
ns pneumoniae (ICD-10: J13} Legionnaires’
16.0, 3. Pneumonia due to Hemaphilus disease lLﬂb’iﬁlu
116.8, influenzae (ICD-10: J14) TASBEANT
N7.017.1, 4, Bacterial pneurnonia ¥inBY Fuunswa
118.0-)18.2, (ICD-10: 115} Organism type
J18.8-J18.9, 5. Pneumenia due to other infectious RS SIERTUAINY
1851 organisms, not elsewhere classified puusevodlaaly
Ueashiauanieqatndug (CO-10: 116) Fuls
9. Tumy, sy wie LWilddemsamnide Comptication
felsAvandmau type
wpnanil msTenuIgiheiinne
Severe pneumonia wisli tusva
Cornplication type fail
1. §inae Severe pneumonia
2. laiflne Severe pneumonia
9. Unknown
35 | A30.0-A305, Leprosy Tsa3ou dndutn
A30.8-A30.9, sisaily D506
892
37 | A50.0-A50.7, Syphilis Trndaa Afuidiusia
A50.9, Congenital syphitis (ICD10: A50.0- Tsadndaudriuin IC0-10 (098.1)
A51.0-A51.5, 50.7,A50.9} waziu
A519, unsviE Complication type il ' Twazidennis
A52.0-A52.3, 1. Primary syphilis $%a ICD-10: AS1.0~ $uunIwa
A52.1-A52.9, A51.2 (nfakorssaitisa 098.1 Faudap) Complication
A53.0, A53.9 2. Secondary syphilis s¥& ICD-10: type
098.1 A51.3-A51.4 (mifanansssliana 098.1

F68)

3. Latent syphilis $Wdt [CD-10: A51.5,
A51.9, AS2.0-A52.3 uae ASZ.T-AS2.9
(wdamansaslisi 098.1 Suan)

4, Latent Syphilis/ Uns. as early or late
W 1ICD-10: AS3.0

5, Syphilis Unspecified $%#t ICD-10:
A539

6. Syphilis comptlicating pregnancy
9@ ICD-10: 098.1

v nsiimsnaeanmnsafiaile
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T ot wos oot

S i

$da AlFsumsinvmannasE Y uag

Sudnyuiunsninnnt 30 $u wasman
WiflonsiaUnfddntaisedRaaud
Audln Wasswe 220.2 wislunsdl
Faansudlsia desanfiganddntaly
congenital syphilis usdpIms3iedtie
fogquseand Diudladu z20.2
Twihomis

38

AS54.0-A54.6,
A54.8-A54.9,

Gonorrhea
(nsdivdanansinldsvia 098.2 giusid
AS4.0 -A54.6, A54.8 - A54.9)

N74.3 g@nsatdsaaiiu 098.2 10 nsdl
K67.1 uay M74.3 TeiseTaaneesluldnag
andaisials swihsyfansdediean
Ui fundn sedlléde Ande
Tudasthnuazan, BiEBINA, MNRY
Yatazuasynnsmin,
sumaRadsluinusneaon

Tsavuaiu

39

A56.0-A56.4,
A56.8,

Non Gonacoccal Urethritis (NGU}

Tsanuasluiou

40

AST

Chancroid

Tsaunaiugeu

a1

A55

tymphogranuloma venereurn,

Granulomalnguinale

aulsaronauilay
naruvios

42

AB2

Rabies, Hydrophobia

uungvia Organism type Faid

1 Sylvatic rabies {(A82.0)

2 Urban rabies {AB2.1)

3 Rabies, unspecified (AB2.9)
Fuuniia Complication type i

1 2115 Typical rabies LAENANIATIY
mavpfiRnsdumsiun

2 113 Atypical rabies HAMTATIINNR
o iinisdumnziuun

3 91m15 Typical rabies Willagafieeng
Avevdenan s nsInuneliinduay

a4 grmslulddndnuniy Typical rabies
wiramsnadundeAtnngm
HowfURn1sdrmeislaisuds

Tsafeiivtin wie
Tsanaaun

ARustaySan
NSNS
Organism type
Lazsva
Complication
type
AnsiRusis
ICD-10 v
n151 leun
ICD-10
W53-W55
220.3

2242
Tnelasva
ealsadudt
401




T [ wecoio [ Gt une e
43 A27.0, Leptospirosis, Wei’s disease TsataUTnalulsfa AhyseaiBun
A27.8, FUUNTHA Organism type Fais MFTIMUNGIE
A21.9 1. Leptospira interogans ﬂﬁssq Organism type
Serovar, serogroup ¥3o strains Ana e sa
wWu) Complication
2. Leptospira borgpetersenii (Wszy type
Serovar, serogioup Wi strains Ange
wu)
3. Other pathogenic strains of
Leptospira (Wswy Serovar, serogroup
wWio strains Ansrany)
4. Non-pathogenic strains of
Leptospira {5y Serovar, serogroup
38 strains TNTI9NL)
5. Unspecified
Fuunsva Complication type il
1. Leptospirosis icterohemorrhagica
(A27.0)
2. Aseptic meningitis in leptospirosis
{A27.81)
3. Other forms of leptospirosis (A27.89)
1 Putmonary Haemorrhagic
Syndrome
4. Leptospirosis, unspecified A
fihoiitownsadilivinlug wiadi
avrawupiiguiusaide wheslifiewns
44 | AT5.0-AT5.3, Scrub typhus Tsmansulnila -fiaseazidun
AT5.9 nsEuunsia
Organism type
45 A22.0, Anthrax Tsaupuunsnd Afuudle
A22.1-A22.2, unswa Complication type i) seasdoans
A22.7-A22.9 1. Cutaneous anthrax (A22.0) FUUNTAA
2. Puimonary anthrax (A22.1) Complication
2. Gastrointestinal anthrax {A22.2) type
4. Anthrax sepsis (A22.7)
5. Other forms of anthrax (A22.8)
6. Anthrax, unspecified (A22.9)
a6 | 875 Trichinosis, Trichinellosis, Trichiniasis | Tsav3Aludd el
Fuunsva Complication type il il s
1. fheiiomsintaiuiion TeauBenns
2. Asymplomatic case UWRHANSATI Fuunsvia
piifuiulduawn Cormplication type




T | T oum oy wedotstin | dslmanine
52 | 826.0-8263, Mumps Tsamayu USuifiy
B26.8-826.9 $IUUNGWa Organism type et FasbunnTs
1, Mumps virus $uunawa
2. leM/1eG positive Organism type
3. lgM/ieG Negative
9. Unknown
53 A33 Neonatal Tetanus Tsauansdnludin
usniiin
56 | AB7.8-A879, Unspecified meningitis Beuapssmauiiills | -Usuialsn
G00, GOG.Y, FuuNIWE Organism type ovai ssqt"a‘?ammq Ay
(G02.0, G03.0, 1 Haermnophilus meningitis (GO0.0) Uuiu
G03.8, G03.9 2 Pneumococcal meningitis (G00.1) sasdunms
3 Steptococcal meningitis (G00.2) THunTUA
Organism type
55 | 8832, Eosinophilic meningitis euaupadnay “UFufin
G02.8 $ruunsa Organism type Aol FINNENS FALLEANTS
1. Angiostroneyliasis due to Funsvia
Parastroneylus cantonensis Organism type
{ICD10: B83.2)
2. Meningitis in other specified
infectious and parasitic diseases
classified elsewhere (ICD10; G02.8)
65 | ddlany <15V waxl | Acute Flaccid Paralysis (AFP) pmssiwand s Ui
ICD10 Tu 40 s%alsh goulaniUunidoundy ICD-10
A05.1, ABD, ABO.O- N 37 alsa
AB0.4, ABD.9, BTS, VUM ABO, ABO.0- AS0.4, AB0.9 T i 40 svialam
E80.2, G36.9, G373, | wawulsaludle svialse 20 Uuilalsn
G58, G58.8, G58.9, mwilve
G61.0, G62.9, G70.0,
G72.3, G72.4, GBO.0,
(81, G81.0, G82,
G82.0, G82.2, GB2.3,
G82.5, 83, G83.0-
(83,3, G83.9, 95,
(G95.9, M6Q, M79.1,
M79.2, R53
66 | ASO Dengue fever (DF) Ttimafi suilelsn
AY7.9 FrunIHd Organism type il nwtg
1. DENV 1 AfTwazdua
2,DENV 2 EDS
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- SW D0 b

olsn uny sdarialin

- Felseauiloe |

3. DENV 3

4, DENV 4
9. Unknown

nidifnuanmaudanoenll  (Expanded
dengue syndrome: EDS} Wiseaumaly

Faus Complication type #L59a 1

68 | BS5.0, Leishmaniasis Tsadgunils T
8551, Fauunswa Complication type fiath Ktheady
B55.2, 1. Kata azar (Visceral lelshmaniasis) - Jfuuhle
B55.9 (ICD10: B55.0) SIaBUANT
2. Cutaneous teishmaniasis FMUNTHE
(ICD10: B55.1) Comptication
3, Mucocutaneous leishmaniasis type
{ICD10; 855.2)
4, Leishmaniasis, unspecified
{(ICD10: B55.9}
9. Unknown
69 B17.0 Acute hepatitis © virus Tsabh¥adudniau Wulelsn
(nidlvdsdkenssildinda 098.4 Saudhe) | douwdy vila A
70 | 8172 Acute hepatitis E virus Tselasasudniau Usudelse
Weuwiy win B
7t B08.4, Hand foot and mouth disease {saflovinuin U3u Organism
B08.5 dmunswa Organism type dail type
1. Coxsackievirus A
2. Coxsackievirus B
3, Enterovirus 71
4, Echovirus
5. Enterovirus sp.
6. Unknown
72 | A24.1-A24.4 Melioidosls Tsmmdaoulnda Usuidia
1 Rapid test : positive swaziBuans
2 Culture: positive UV
3 PCR: positive Organism type
9 Unknown
74 A38 Scarlet fever dumy
75 | B66.0 Liver fuuke TsamenBluliisu Alndudan
Fuungia Complication type e T WY,
1, @RI Ing Lsniiosio .
’ 2558 Uasing
2. Liugaspnns S —-
FuunTve
Comyplication

type
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S0

ax hadlorioln

o delsanwilny,

16

B74.0-B74.2,
B74.8-874.9,
H13.0

Lymphatic filariasis

Fmunsva Organism type aid

1. Wuchereria bancrofti (ICD10: B74.0)
2. Brugio malayi (ICD10: 874.1)

3. Brugia timori (ICD10: B74.2)

4. Others (ICD10: B74.8)

9, Unknown ((CD10: B74.9, H13.0)

T3auingng

9

A60.0-A60.1,
A60.9

Anogenital Herpes

Tsasuvatefosiuiug
wasnNIWin

80

AB3.0

Condyloma acuminata 3
Venereal warts

nin

Tsaynatorawrnaznns

Mhawe A63.0

82

Taifl 1cD-10 Ay
Tl

(CD-10: A40.8 {Other
streptococcal sepsis,
not elsewhere
dlassified)

Streptacoccus suis infection

$unswa Complication type il

1. madnidalunsenalafnlaoilaiioms
wnsndoudu 1

2. Bovummadniay W 4 fufy
Wndswzan pauds viesudulionnsy
wuan viamsliduanatatnuiiouniu

3. samsunindeusmmsindelunseus
Lﬁamg‘iai’mzﬁw} 1hun Yedniau (Septic
arthritis) duvileniay (nfective
endocarditis) Yansniau {Bacteremic
pheumonia) MUEUTBINTIANSIAUAR
o (Septic spondytodiscitis) nriRRLe
melugnen (Endophthalmitis) wis nvi
Fanvinmsandslissuaion (Septic
shock)

- o o
TspfisudosnsSwin
noARaYDa

Ay
sasduams
Fuunsia
Complication

type

83

A23.0,
A23.1-AZ33,
A23.8-A23.9

Brucellosis

Fuunse Organism type faif

1. Brucella melitensis (A23.0)

2. Brucella abortus (A23.1)

3. Brucella suis (A23.2)

4, Brucella canis (A23.3)

5. Other brucellosis (A23.8)

6. Brucellosis, unspecified (A23.9)

Isaugiwalada

Viuurly
swaviduams
TIRuNswe
Organism type

84

A92.0

Chikungunya fever .
$munsal Organism type @il

1. Asian

2. West African

3. ECSA

4. Chikungunya virus, Unspecified
9. Unknown

Hihsdagsans

AU
saTdEnmT
N Iwa
Organism type




2. Serology negative
3, PCR positive

T on s wadorotn oo

B5 | A0S Botulism Tanluydidy

87 | A9z, Zika fever Tsadmuiolafadng - s

098.5, - fthandithe (Zika infection): A92.5 ICO-10
P35.4, - wijwhnssdandalaatdng (Zika - whtay
P35.8, infection in Pregnancy). 098.5 suasBuRNTS
U069 - mInfswedn viounndiiied e
congenital zika syndrome: P35.4, P35.8 Complication
-Tsmdaolafadnbissysuandon: type
U069
Fwunyiiaveagialudnns
Complication type ]
1, wijadensaiiliuansanis
2. \infsudn wisuwngitady
Congenital Zika Syndrome
3. Guillain-Barre syndrome (GBS)
4. wsdanssifcantannis
5. Q’ﬁm%a‘lﬁuammms
90 | ABS.0, Enterovirus Fever iouwmelshia AFusitey
ABT.0, duunssa Complication type il ' TR\ DEANT
B34.1 1. Enteroviral encephalitis (A85.0) Juunsva
2. Enteroviral meningitis (AB7.0) Camplication
3. Enteravirus infection, unspecified type
site (B3d4.1)

91 Jo9 Avian Influenza Tdwianun Adudy
duunsWa Organism type Fait TWaAKIDEANS
1.H5 FunTVA
2. HY Organism type
3. H9
8. Other specify
9. Unknown

92 U07.1-U07.3 Coronavirus disease 2019 (COVID-19) | Tsnimdinladalalsun iy
U07.1 COVID-19, virus identified 2019 earduams
07.2 COVID-19, virus not identified PuunTva
L07.3 Multisystem inflammatory
syndrome associated with COVID-19

93 P35.0 Congenital rubella syndrome Tdmensiuudnuin - Uuri
FUuNs¥a Organism type faid swwasidenng
1. Serology positive THUNTAA

Organism type
swnutoya




3. Pneumonia Caused by Respiratory
Syncytial Virus  (J12.1)

d. Acute bronchitis caused by
respiratory syncytial virus (J20.5)

ava ) e oD " dolsa was sWemderdelsa o gelsaneing T wemg
B T e P I S R
4. PCR negative mehlsunsy
5. Inconclusive TsAfInnm
9. Unknown #19
vinoing : s eauiyaEIumN (https://apps-
Wsunsulsamdanned doe.moph.go.t
{https//apps-doe.moph.go.th/meastes/) h/measles/)
auglufunsseanulu D506 ugluiums
sl D506
94 804 Mpox Tsalmwaus Rumsmenu
95 Ad8.1 Legionnaires’ disease Adouiug HUNBDAYAIIN
' Tseavandniau
wanGudinng
seauly DDS
U 2567
9 | B97.4 RSV (Respiratory Syncytial Virus) Tsmiinidolasaniioa?
J121 1. Respiratory syncytial virus (897.4)
120.5 2. Acute bronchiolitis caused by
210 respiratory syncytial virus (121.0)




MM ICD 10 mnmun‘iiﬂmnmsﬂsvnaum'uwunvmu'sm\au

wﬁs'wq'm TR
om iCD 10 %iﬁ‘m | ﬁaimmu'ﬂvm Wi ICD-10 93
201 7581 Exposure to air poklutaon T‘sﬂmﬂﬂmnn’ﬁﬁuuanawumq Jaa Other chronic obstructive
DYligly pulmonary disease
145 Asthma
1442 Wheezing associated
respiratory iliness (WARI)
121 Acute myocardial infarction
122 Subsequent myocardial
infarction
124 Other acute ischaemic heart
diseases
H10 Conjunctivitis
£309 Dermatitis, unspecified
L50 Urticaria
202 1628 | Pneumoconiosis due to | Tandudutsaainduduiiliaan,
other specified inorganic
dusts
203 J65 Pneumoconiosis Tsadudulansuiuialse
associated with
tuberculosis
204 361 Preumoconiosis due to | Tsafuduvananusleiuuasd
asbestos and other ousdy
mineral fibres
205 1920 | Pleural plaque with Waviuonminifhuiusiuiiug
presence of asbestos T
206 1948 | Other specified pleural | nmasiufissymoasdunvasile
conditions e
207 Caso | Mesothelioma of pleura | llwidlanoaitioviulon
208 T560 | Lead and its compounds Tsnonmeiauasansusenay Y96 Work-related condition #38
toxic effect Y97 Environmentat-pollution-
related condition
209 X48.02 | Accidental poisoning by | msiluRwlaggUimemangnen -} T600 Organophosphate and
and exposure to Angwasdnd anniifiamn?l | carbamate insecticides toxic effect
pesticides at home while | i vasgiiesle T601 Halogenated insecticides toxic
working for income, effect
210 X48.42 | Accidental poisoning by | maiufivinugiieinesan | T602 Other insecticides toxic effect
and exposure to Anzfvuasdnd amufiomn@ | T603 Herbicides and fungicides toxic
pesticides in a residentiat AnuihoREsI VU ewn effect
facility, such as a Goudn anuauasw tu T604 Rodenticides toxic effect
dormitory, worker's samafieswld T608 Other pesticides toxic effect
quarters, or shelter, while T609 Pesticide, unspecified
working for income,




saveeng | b e e [T
oot el p o Sbewie ) sico0w
211 X48.22 | Accidental poisoning by | maufiulnegufinsaingnsh

and exposure to dmghuwasdod aniinmei

pesticides at a schaol, | Tsadtn souiidu uaeiil

other locations, and 650Uy 1 veYsEY

public areas such as a Taaneud vasvhanadioold

hall or hospitat, while

working for income.

212 X48.32 | Accidental poisoning by | msilufulaugiRimsannensir
and exposure to dnghowasdod ﬁmuﬁl.ﬁmwaﬁ
pesticides at a sports e RN s
field or recreational area | wites el
white working for income.,

213 x48.42 | Accidentat poisoning by | muilhufivlaegiimaunenai
and exposure to HngRunavdnd amuiinivni
pesticides on roads and AUUUAZY VAR Ansviheuie
highways while working wld
for Income.

214 %4852 | Accidental poisoning by | msufiviaegURmpninenzia
and exposure to fingRunazdni amuﬁlﬁmmqﬁ
pesticides in commercial RuAMsEmaNSU3MT Wy
and service areas, such as | @uwliu suIR1s Han I
airports, banks, or ynanAes e
markets, while working
for income,

215 x48.62 | Accidental poisoning by | malufiulaegimnuino e
and exposure to AngRauasdind an i
pesticides in industrial fitgmanmnissuasrieai 1oy
and constiuction areas, | iilpagraiie AT
such as mines or 5wl
shipyards, while working
for income.
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“aviEmeny
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301 A150 | Tuberculosis of tung\, confirmed by Sodlsrunn Buduiisnaninyiames
sputum microscopy with or without Tneldndoagansie preiiviohifines
culture Lw'szl.%ﬂ

302 A151 | Tuberculosis of lung\, confirmed by Sodsaven Jubudmaramsneio
culture only Wiy

303 Al152 Tuberculosis of lung\, confirmed Anlsaven ﬁut‘fuﬁ?ﬂwﬁm‘sm‘m%‘mﬁa
histologically

304 A153 Tuberculosis of lung\, confirmed by Sulsevan Butulagliseys
unspecified means

305 A16.0 | Tuberculosis of lung, bacteriologically Folaaton Nanﬂsmwﬁwt%tmams
and histologically negative m‘S'l'ﬂ%vuLﬁi)Li’JuﬂU

306 Al61 | Tuberculosis of lung, bacteriological and | Jnulsaan Wsmmomidauariild
histological examination not done msa%’é’utﬁa

307 A16.2 | Tuberculosis of lune, without mention of | Julsaen hissymsbudufonants
bacteriological or histological mmamt%aw?amsmw%wﬁa
confirmation

308 A170 | Tuberculous meningitis (G017) Lﬁaﬁnauaeﬁ’maumm“z"fm"whﬂ (Go1%)

309 At71 | Meningeal tuberculoma {GOT*) Hinlsnidavimung (GOT*)

310 Al63 | Tuberculosis of intrathoracic tymph SoilssimanivFodturasen lissyms
nodes, without mention of Bududhonannsnandovionsnge
bacteriological or histological Suile
confirmation

311 A16.4 | Tuberculosis of larynx, trachea and Fulsandoudes vioay waswaonay 1
bronchus, without mention of iuqn'ﬁﬁuﬁuﬁﬁunamﬁmswmﬁ‘faﬁa
bacteriological or histological m‘smdm‘?uu“}'a
confirmation

312 A16.5 | Tubercutous pleurisy, without mention Lﬁ'aﬁuﬂaﬂé’mﬂummﬁﬁmﬁﬂ Taisy
of bacteriotogical or histologicat mtufufenamsnsronidevians
confirmation m‘swﬁut{fa

313 A16.7 | Primary respiratory tuberculosis without | Filsaszuumelsuiingugd Tiszynis
mention of bacteriotogical or histological BuduferamInTa I loNionsng
confirmation %un‘li’a

314 A16.8 | Other respiratory tuberculosis, without Falsaseuumsladiudu Wiseyns
mention of bacteriological or histological ﬁué’uﬁmﬂan’rsmﬁﬁnm!.%ﬂ%‘aﬂﬁﬂﬂ%
confirmation %utﬁ'a

315 A16.9 | Respiratory tuberculosis unspecified, Snlsaszuuwela Tisvysioazden
without rention of bacteriological or 'izqmiﬁuﬂ'uﬁ’mwanﬂ'imwmvﬁw?a
histological confirmation n"i‘imw%vutﬁ'a

316 A178 | Other tuberculosis of nervous system SnlsaRdnauunissuussam
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317 A1TY Tuberculosis of nervous systemy, ')nﬂﬁﬂﬁuuuﬂ‘s"mﬂ Tuiuinua“LaUm
unspecified (G99.8%) (G99.9%)

318 A154 | Tuberculosis of intrathoracic lymph Solsadouinmwiosludosan Budusie
nodes\, confirmed bacteriologically and | samsamawndowazmsnsisduiin
histalogicalty

319 A155 | Tuberculosis of larynx\, trachea and Julsananades viaan uazvapaay
bronchus\, confirmed bacteriologically | Bufudisnanmaesionideuasnisning

. . Y &
and histologically udio

320 A156 | Tuberculous pleurisy\, confirmed Lﬁaﬁnﬂaﬂé’ﬂtﬂu%’lﬂtﬁaﬁmﬁﬂ tudy
bacteriologically and histologically MuKaNMSRTIINITouaENINTIIY

il

321 AL57 Primary respiratory tuberculosish, vm?m-uuumu'lwumﬂﬁunu uuﬂuma
confirmed bacteriologically and uan'ﬁm*i'mmrumm"m‘iwskuma
histologically

322 Al58 Other respiratory tuberculosis, Joutsmse Uumsﬂﬂmuau auz;umuma
confirmed bacteriologically and m‘m‘mmwauaum‘im'}wutua
histologically

323 A159 | Respiratory tubercutosis unspecified\, Tolsaszuumiela bWissysieaziBon
confirmed bacterlologically and HUDUAIBNANINSTIWIEBUAYNTNGID
histologically Suiile

324 AlS Tuberculosis of other organs Yolspotonedu

325 A180 | Tuberculasis of bones and join Foilsauernon nszgnuazda

326 A1800 | TUBERCULOSIS OF JAWS AND/OR TM TUBERCULOSIS OF JAWS AND/OR TM

327 A181 | Tuberculosis of genitourinary Foulsauantan sruufuiuguasszuy

yafulaany

328 A182 | Tuberculous peripheral lymphad Toulsauanton ssurwwinudany

329 A183 | Tuberculosis of intestines, pe Faulsauanven §11& (Hoyveaias

330 A184 | Tuberculosis of skin and subcu Jalsauanuon Al

331 A185 | Tuberculosis of eye Fulsauanuon o

332 A186 | Tuberculosis of ear Fnlsaupnvan

333 A187 | Tuberculosis of adrenal glands Tl smusnion douvinla

334 A188 | Tuberculosis of other specified Foulsrupnian adenzdunlisey

335 A19 Miliary tuberculosis Folsrimuninssaruitiugaiing

336 A190 | Acute miliary tuberculosis of a single Foulseuwdnseelugafing ouwdu
specified site RTRINT Y ]

337 A191 | Acute miliary tuberculosis of multiple Todsaunsnsrrodugadng deuwdy

sites

WAWAMNA
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338 a192 | Acute miliary tuberculosis, Unspecified | Snulsemliaunsnszanodugaiing
dounduitlissynuaudun
339 A198 | Other miliary tuberculosis Slsavtinuwinssnoilugadng uuu
i
340 A199 | Miliary tuberculosis, unspecified Sodlsauiiowwdnszaradugaing L
soysauidon
341 J65 Prneumoconiosis associated with Tsadududensmiuinlsa
tuberculosis
342 M49.0 | Tuberculosis of spine Fulsavesnsegndunds (A18.0+)
343 MO1.1 | Tuberculous arthritis dosnaueinindia (A18.0+)
344 M90.0 | Tuberculosis of bone JolsanTegn (A18.0+)
345 K67.3 | Tuberculous peritonitis Lﬁaq'zimﬁmﬁ’maumn’imhﬂ (A18.3+)
346 K23.0 | Tuberculous oesophagitis wapnemysenwuinioilse (A18.8+)
347 K930 | Tuberculous disorders of intestines, arwiisundesdildioytosios uase
peritoneum and mesenteric glands pudanrndildnininlse (A18.3+)
348 N33.0 | Tuberculous cystitis nssmnedarmesniauaninlin
{A18.1+)
349 N740 | Tuberculous infection of cervix uteri "}'m'(iﬂﬁ:ﬂﬁnumqn {A18.1+)
350 N74.1 | Fernale tuberculous pelvic inflammatory n'ﬁ5ﬂtﬂu’lu‘é:\lL%ﬁn'i'luﬁﬂfs"\]'lnl.%’a"'fm
disease 15m (A18.14)
351 U843 | Resistance to tuberculostatic drugls) i’m'iiﬂ?‘l'am Rifampicin UB4.3
{Confirmed RR-TB}
352 U847 | Resistance to muttiple antimicrobial SolspRoLmatsuy UBA.T
drugs {Confirmed MDR-TB)

A1519 ICD-10 imfamnnasisadnnenily

1CD-10-|

W53 : Rodent bite, W54 : Dog bite, W55 .

vimdunnnagnativ wn driidosgn

W53 -
W55 Mammal bite fauuuin
402 Z20.3 | Contact with and exposure to suspected Hifusiadn TaedtlsaRugivin
rabies (virus)
403 724.2 | Rables vaccine mslrdutiosfiulsafivaiani




M1514 ICD-10 mfﬁsﬂ Heat Stroke (‘i‘;ﬂ'ml.mo\)

‘WIEIT]UQ'I‘H

ECD-10 :‘_ﬁ_‘f. |

A wnemg

501

T67.0)(XA: Heatstroke and sunstroke, initial encounter

T67.1 Heat syncope

Té7.2 Heat cramp

T67.3 Heat exhaustion, anhidrotic

T67.4 Heat exhaustion due to salt depletion
T67.5 Heat exhaustion, unspecified

T67.6 Heat fatigue, transient

T&T.7 Heat edema

T67.8 Other effects of heat and tight

T67.9 Effect of heat and light, unspecified

A1 ICD-10 Snake bite

aen.

The ICD-10 codes for snake bites

ws9.11 For a bite from a nonvenornous snake

W59.11XA For an initial encounter with a bite from a nonvenomous snake
T63.0 For the toxic effects of snake venom

T63.00 For the toxic effects of unspecified snake venom

FuunamITANTDY
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503 J68.0 Bronchitis and pneumonitis due to Tsﬂwaamauamﬁuua ﬂamamau

chemicals, gases, fumes and vapors Wioswnanaal wia aiu uaslossive

Chemical Bronchitis (acute) samfaandnsauannansiadl




11514 ICD-10 Mnneslsnpaduaisafnnemamaiaiius

d‘ E; 8 ar Ly S o’
funeteanulsn lSadusmay

B16.0 - B16.2/ B16.9
(nsatla¥adusniay O)

P35.3
FRIT
B18.2 w30 B17.1
(nydilfamudnieu &)

AT I G L T L e
Wttt
601 B180 | Chronic viral hepatitis B with delta-agent | d#usnuau wwuGeds deanwwud | Tealdudy
- - p— Fniau © o
B18.10 | Chronic viral hepatitis B without delta- Fudnau 1 wouisesdt hifiwan-e
agent ud
B18.19 | Chronic viral B unspecified delta agent | fiusniau 9 WuEess Talszyaotunw
status PDUABR-LDIOUA
602 8182 | Chronic virat hepatitis C Fudmiau 8 wwudeds Tsal¥adu
Smav 11850
603 0984 | Viral hepatitis complicating pregnancy, Tsndndaiafafusniauunindou Tanladasiv
chiidbirth and the puerperium nstaasss nseaan uasszpzwdeRen | Snavtunms
Mnssa
098.4
Sy
B18.0/ B18.10/ B18.19
%30
B16.0 - B16.2/ B14.9
(nadilaasusnay )
(098.4
$auiu
B18.2 w30 B17.1
(n3ilaadusniau &)

604 P353 | Congenital viral hepatitis msdneliiaiusnauudia Tsalhiadiv
P ﬁ'ﬂLE{UL.LGiﬁ’\L'Eﬂ
iy {9nuaiggn)

8180/ B18.10/ 818.19
i




